
Figure S2.Phylogenetic analysis of TkSRPP/REF in multiple species.The putative SRPP/REF genes from

T. mongolicum , L. sativa , H. annuus , G. max , T. brevicorniculatum , C. annuum , S. lycopersicum , C.

scolymus , O. sativa , Z. mays , A. thaliana , P. vulgaris , M. truncatula and R. communis were identified to

construct phylogenetic tree.Phylogenetic trees were plotted using the neighbor-joining (NJ)method with

a bootstrap value of 1000. Eighty-two genes were divided into five clades (Ⅰ–Ⅵ) and identified with

different colors. The red pentagram represents T. kok-saghyz.


